Supplementary material (Fig. S1) to: Yao G. et al. 2023: Mitochondrial genomes of Bombyliidae (Diptera) and a phylogenetic analysis
of Asiloidea. — Eur. J. Entomol. 120: 349-356.
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Fig. S1. Inferred secondary structures of 22 tRNAs in the species sequenced. The tRNAs are identified by the abbreviations of their corresponding amino acids.
Dash (-) indicates Watson-Crick bonds and symbol (+) indicates GU bonds.



