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Fig. S1. Relative Synonymous Codon Usage (RSCU) in PCGs of H. bolinoides and L. dorsigera together with other Noctuoidea members.



Cloverleaf structures of tRNA genes of Hypospila bolinoides

trnL1-Leucine 1 trnV-Valine

trnA-Alanine trnR-Arginine trnS1-Serine trnE-Glutamic acid

trnF-Phenylanaline trnH-Histidine

Fig. S2. Putative secondary structures of 22 tRNAs in mitochondrial genome of H. bolinoides.



Cloverleaf structures of tRNA genes of Lygephila dorsigera
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Fig. S3. Putative secondary structures of 22 tRNAs in mitochondrial genome of L. dorsigera.





